
 

Figure S3. Variable site output showing the PMEN3 putative import region 4 and flanking regions. 
Regions from the genomes of the PMEN1 reference strain, the PMEN3 reference strain and the 
PMEN3 ancestral representatives, 9A/1, 9V/5 and 9V/6 are shown.  Numbers indicate variable site 
positions within the alignment.  Periods (“.”) indicate bases identical to the PMEN3 reference at a 
given site.  Dashes (“-”) indicate missing bases at a given site.  Red brackets indicate the putative 
imported region. 


